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Abstract Objective: In order to evaluate the effect of Tai Chi Chuan (TCC; shadow boxing) on global gene
expression in human skeletal muscle and study the molecular mechanism in improving fitness by TCC. Method: Six
health elderly men (65.5£8.9yr of age) participated TCC training for 12 weeks. Needle biopsies were obtained from
the skeletal muscle before and after the training course. RNA extracted from the samples was hybridized to
Affymetrix U133A platform and analyzed the gene expression data. Result: TCC training improved the overall
physical fitness. Number of genes that passed filtering criteria were 725. The most differently expressed genes were
selected in which there were 3 genes upregulated and 17 genes downregulated. According to GO Annotations, the
differential genes were classified into 8 GO categories concerning Cellular Component Biological Process, KEGG
Searching found 4 genes metabolism pathway. Conclusion: Systematic TCC training can upregulate exprssion of
genes concerning energy metabolism and downregulate expression of genes concerning protein metabolism. TCC is
good at protect human nerves sphingolipid integrity, which is perhaps the main reason for anti—aging, but it isn’t
beneficial for protein synthesis.
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01 ExpOlpre ExpOlpost 55 176 86 75 3400 3600 55 65 1.91 2.13
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GO k% GO AifE GO fffiik FHEFH LS HEF P A KS HEF P8
1 0044429 CC RSN 5 0.02269 0.004
2 0006091 BP AR 7™ 0 T A A A A 44 0.0231 0.00252
3 0044422 cc 21 1% 4 K 14 0.0254 0.00122
4 0044446 CC 21 P9 4T 4 4 14 0.0254 0.00122
5 0006092 BP BERACH ) F 8k 19 0.03808 0.00443
6 0031090 cC 21 Jif0 25 55 45 Hg HE 248 8 0.05091 0.00332
7 0009892 BP AR B 7 0.06487 0.00139
8 0031324 BP 20 it P 15 6 F 6 0.07686 0.00396
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