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Abstract
stroke rats from the expression of myelin basic protein (MBP)mRNA. Method: Forty—eight adult male Sprague-

Objective: To observe neuroprotective effect of acupuncture on injured cerebral myelin in ischemic

Dawley rats were employed in this study, and divided into normal,ischemia-reperfusion model, early acupuncture
and late acupuncture groups by random digits table. Focal cerebral ischemia-reperfusion models were established
with thread embolism method. Acpuncture was applied on different time points after ischemia. The expressions of
(FQ —PCR)

techniques in all groups before operation and on different time points after operation respectively. Result: (DIn

MBP mRNA were observed continuously by RT-PCR and Real —time fluorescent quantitative PCR

model group the expressions of ischemic focus MBP mRNA upregulated gradually, and ascended significanty on the
7" d (P<0.05). @Compared with model group, in acupuncture group the expressions of ischemic focus MBP mRNA
ascended rapidly on different time points (P<0.05). (3)Compared with late acupuncture group, in early acupuncture
group the expressions of ischemic focus MBP mRNA ascended higher and faster (P<0.05). Conclusion: Acupuncture
treatment could promote remyelination by stimulating transcription of MBP mRNA obviously and increasing the
synthesis of MBP mRNA in ischemic focus after focal cerebral ischemia. Early acupuncture treatment could provide
more beneficial effect to stimulate transcription of MBP mRNA.
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%1 & RT-PCR 3%

FEH /51 5] I 7K

MBP 250bp
i 5'-CTTCTTTAGCGGTGACAGGG=3"  20bp
Filf  5'-TCTTGCCATGGGAGATCCAG-3"  20bp

GAPDH 450bp
i 5'~ACCACAGTCCATGCCATCAC-3'  20bp
Fif  5'-TCCACCACCCTGTTGCTGTA-3'  20bp
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% 2 FQ-PCR 5| ¥ % TagMan %% St £ §t
e SSVEIL Y] 751 Sl P K
MBP 107bp
a3 5'-ACACGGGCATCCTTGACT-3' 18bp
T 5'-GGAGCCGTAGTGGGTAGTT-3"  19bp
o 5'-
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222 FYIRFMIEE S MBP JE K B bR 45 DAL R

£ 3 SRmEKZE SRR MM A MBP mRNA X =0T (x%s)
4 %L Oh EBIPN ERDN HSK ENIPN
C+4 15 0.52+0.016 0.57+0.016% 0.72+0.019% 0.84+0.019 1.03+0.023
E2 40 15 0.52+0.012 0.86+0.013% 1.03+0.014 1.36+0.017 1.95+0.024%
E3 4 15 0.52+0.028 0.67+0.015% 0.87+0.018 1.04£0.016 1.45£0.071%
N 3 0.52+0.028 0.52+0.028 0.52+0.028 0.52+0.028 0.52+0.028
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JE TS ETA L, IR A (C+ ) B fi i MBP mRNA
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0.05) . X A [w] 20 [8] AH XF 1 Bsf 1] g 465 1l ] g MBP
mRNA WHI G #5 VBT b, v LA #E 0 h B
25 20 1R) () 22 5 34 0 W 3 Pk (P>0.05) , 78 H A st )
5 AR 22 S A B PR L (P<0.01), Horp B2
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T C+ 41, H E2 (9§ MBP mRNA %] 4G4 U1 %538 hn
AR 1 E3 2H P (P<0.01)

x4 tRIMMERKZE S KRR MBP mRNA #1iE# NN shESTL (x£s)
4 5l 1% Oh ERIPN #3 K $5 K PN
C+#41 15 1.22+0.424 1.97+0.116% 2.56+0.095% 4.83+0.6297 6.96+0.111%
E2 4 15 1.23+0.424 3.57+0.050% 6.89+0.031 12.88+0.275 17.90+0.258%
E3 4 15 1.23+0.012 2.48+0.091% 4.96+0.084" 9.55+0.129 13.13+0.263%
N #{ 3 1.23+0.424 1.23+0.424 1.23+0.424 1.23+0.424 1.23+0.424
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AE R HEIE W L 2 IIRe . BEEE 09TE BB 5 JLAh B
AL DR A PR R k08 MBP 3 R 2 B 5 45 A S IR /Y
RER, HIEH R IATERE R P W 72 rp o Vi 3 B 22 1Y
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MBP mRNA )2 ik Fifi 5 i (6] ) 46 56 22 12 Tt i, 756
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i 52 AL Rt 840 1 SRR T, FLTE e A B Y 5
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1R, FE T AL I AN () B[] o502 W 00 v AR 2 Ul T A
AT e B 0SB SR Z AL, s T e
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fii MBP £ 3 2, DA 42 8 36 5 1) P52 5 A2 5 DA
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MBPmRNA & 5 14 = 19 i B2 35 5 1 e 300 4 ) 41
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