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Abstract

Objective: To research the effects of endurance training with different intensity on expressions of comparative
gene identification-58 (CGI-58) and perilipin in skeletal muscles of rats, and analyze the variation and provide
a theoretical basis for maintaining energy homeostasis and metabolism during exercise.

Method: Forty-eight SD male rats were randomly divided into four groups, each consisting of 12 rats: the qui-
et control group (N), low intensity endurance training group (L), moderate-intensity endurance training group
(M) and high intensity endurance training group (H). According to Bedford's exercise intensity level, the rats
were trained by incremental endurance load of different slopes on a treadmill. The rats were sacrificed after

S5-week endurance training, and the expressions of CGI-58 mRNA and perilipin mRNA in gastrocnemius and so-
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leus muscles were tested by reverse transcriptase polymerase chain reaction (RT-PCR).

Result: In gastrocnemius muscles, the expression of CGI-58 mRNA exhibited increasing trend with the increas-
ing intensity exercise, in H group it reached the maximum and was higher than that in U group(P<0.01), and
followed by M and L groups. In soleus muscles, the expressions of CGI-58 mRNA in L, M and H groups
were higher than that in N group, in M group it reached the maximum, and exhibited significant differences
compared with N and H groups (P<0.05). In the same intensity training, the expression of CGI-58 mRNA in
gastrocnemius muscles was higher than that in soleus muscles in H group(P<0.01). In gastrocnemius muscle,
the expressions of perilipin mRNA exhibited increasing trend with the increasing intensity exercise, in H group
it reached maximun and showed extremely significant differences compared with N and L groups(P<0.01), fol-
lowed by the expression in M group. In soleus muscle, the expressions of perilipin mRNA in L, M and H
groups were higher than that in N group, and exhibited significant differences in M and H groups(P<0.05),vs
U group. In the same intensity training, the expressions of perilipin mRNA in gastrocnemius muscle and soleus
muscle showed no significant difference (P>0.05).

Conclusion: The 5-week endurance training of different intensity could induce different expressions of CGI-58
mRNA and perilipin mRNA in skeletal muscles of rats. It showed that both of CGI-58 mRNA and perilipin

mRNA were involved in varying degrees of hydrolysis regulation in fat by different intensity endurance training.
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o 5% -5 1 I i P M, BB 2R 1 A R AR B
FEUIE 1149 B 175 74 Sk, DT 248 4 ML AR 40 B 1 15 A8
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TR U CGI-58 mRNA 5 5 %A Z 558501
X Z 3z S 25 B 7 7K A fr) R s il A L AT Rl g
BEZ 5T R8I ATCL S HNgMER . FATUFRE
KL, TE L B ALl T 1 )I12R )5 CGI-58

www.rehabi.com.cn 1101



Chinese Journal of Rehabilitation Medicine, Dec.2013, Vol. 28, No.12

FER M FGE LA M AU H LR Rk #fm T N 4L, L
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IE H AR B B, {H B R R I 41 21 perilipin
mRNA £k K-, ME A KE T2 R . Arvidsson
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T BE IR S RRARG 1 2 1 B B R 25 5
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/> Bansode S5 I IR BRAEA T B ] Ay it 31
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