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Abstract

Objective:To observe the dynamic expression of nerve growth inhibiting factor

Nogo-A in spinal cord of
rats after spinal cord injury (SCI), and to explore the meaning and function of Nogo-A protein in the course
of nerve regeneration.

Method:A total of 108 SD rats were randomly assigned into normal group(A), sham operated group(B) and
model group(C), each group 36 rats. The rats in group A were not operated on, group B were bited except
To—T; spinous process and lamina, avoiding injury of spinal cord, group C was made according to the modi-
fied Allen's method. The rats were all sacrificed on the 24™ h, 3 d, 7" d and 14" d after intervention respec-
tively, each group 9 rats. Nogo-A protein expression changes of spinal cord in rats were detected by immuno-
histochemistry and Western blot, Nogo-A mRNA expression changes were detected by fluorescence quantitative
PCR.

Result:The expressions of Nogo-A protein and mRNA had no significant change in normal group and sham op-
erated group (P>0.05). In model group protein and mRNA expressions reduced after 24h of SCLand dropped
to the lowest level after 3d, then rapidly rised to peak after 7d, and gradually declined after 14d, but the ex-
pressions of Nogo-A protein and mRNA were still higher than that in sham operated group. Compared with
sham operated group, the expressions of Nogo-A protein and mRNA increased significantly on 7d and 14d af-
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ter injury, and the differences had statistical significance (P<0.05).

Conclusion:Nogo-A protein expression kept on the hign level after transient drop at early stage in spinal cord

of rats, which maybe one of the important condition about the difficulty of nerve regeneration in central ner-

vous system after SCI.
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