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Abstract

Objective: Bioinformational analysis was used to screen out the differentially expressed proteins(DEPs) and
key signaling pathways of bladder detrusor muscle in the pathogenesis of neurogenic bladder(NB) after suprasa-
cral spinal cord injury(SSCI).

Method: A modified Hassan Shaker spinal cord transection method was used to produce a SSCI model. The
proteins expressed in the bladder detrusor were detected by using TMT labeling quantitative proteomics. Pro-
teins that showed FC>1.2 or<1/1.2, P<0.05,and unique peptide=2 were defined as DEPs. Kyoto encyclopedia
of genes and genomes(KEGG) pathway enrichment was performed on DEPs by using metascape. Constructing
PPI network by using string database and Cytoscape software. CytoHubba combined with degree value was
used to screen out the top 10 DEPs.

Result: Compared with the blank group, LPP, MCC and detrusor contraction frequency of the model group
significantly increased(P<0.01). HE staining showed that the transitional epithelium of the bladder detrusor in
the model group was thickened and the arrangement of muscle fibers was not clear. A total of 244 DEPs were

screened out in the bladder detractor,in which 128 were up-regulated and 116 were down-regulated. KEGG
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mainly enriched 15 signaling pathways, such as Pentose phosphate pathway.actin cytoskeleton regulation and

Dopaminergic synaptic signaling pathway, etc. The top 10 DEPs were selected by CytoHubba: glucose dehydro-

genase 6-phosphate(G6pd), synaptophysin(Syp), microtubule-associated protein(Mapt), etc.

Conclusion: Potential targets of the treatment of uninhibited detrusor contraction after SSCI can be explored

from the aspects of glucose metabolism, cytoskeleton signaling system and dopaminergic synapse.
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ko01200: Carbon metabolism

MO00004 : Pentose phosphate pathway(Pentose phosphate cycle)
ko05010: Alzheimer's disease

k004922 : Glucagon signaling pathway

ko04512: ECM~-receptor interaction

k000982 : Drug meta]i)olism—cytochrome P450
ko04610: Complement and coagulation cascades
ko04270: Vascular smooth muscle contraction
ko00500: Starch and sucrose metabolism
rno05012: Parkinson's disease

ko00051 : Fructose and mannose metabolism
ko04360: Axon guidance

k000564 : Glycerophospholipid metabolism
k005146 : Amoebiasis

ko04810: Regulation of actin cytoskeleton
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